The analysis of the chemical constituents of Triphala was performed by LC-MS with the help of an Agilent 6540 QTOF-MS mass spectrometer and an Agilent 1260 Binary UHPLC liquid chromatography setup. The scan range of the mass spectrometer was 60-1,600 m/z for both negative and positive ion mode. Agilent Zorbax C 18 column (2.1 x 50 mm, 1.8 m) was used for the separation of constituents. Mobile phase A was water containing 0.1 % (v/v) formic acid. Mobile phase B was HPLC grade acetonitrile. HPLC was carried out using a linear gradient elution for 30 min with 5 -95 % B. The instrument settings were as follows: capillary voltage 4.5 kV, nozzle voltage 500 V, fragmentor voltage 150 V, skimmer voltage 45 V, octopole voltage 750 V, nebulizer gas temperature 350 0 C, nebulizer gas pressure 30 psi, nebulizer gas flow 8 l/min, sheath gas temperature 300 0 C, sheath gas flow 10 l/min, cycle time 0.5 s, and run time 30 min. Only the peaks with height greater than or equal to 1000 counts were considered for analysis. The analysis was based on matching of mass spectrum peak with METLIN metabolomics database. 1,2 Mass accuracy was nearly ~10 ppm, whereas mass resolution was found to vary from molecule to molecule within the range of 8,000 -20,000 ppm.
Figure S1. Matrix-assisted laser desorption ionization-time of flight (MALDI-TOF) mass spectrum of Syn. The intense peak at 14,800 (Da) corresponds to the molecular mass of the protein. The less intense peak at 7,401 (Da) is half that of the molecular mass peak and is due to a doubly charged molecular ion. The spectrum indicates that the purification procedure followed has indeed produced pure Syn protein. Sr Figure S11 . Effect of Triphala on the secondary structure of preformed Syn fibrils. The changes in the secondary structure of preformed Syn fibrils upon treatment with 2.5 mg/ml Triphala were studied using CD spectroscopy. Fibriller Syn showed a minima at ~220 nm which is characteristic of -sheet. The same feature was observed even after treating the fibrils with 2.5 mg/ml Triphala for 5.5 days. This confirmed that Triphala did not affect the secondary structure of preformed Syn fibrils. 180 M of small oligomeric Syn was allowed to fibrillize in PBS pH 7.4. The CD spectrum of fibrillized Syn was acquired by diluting 15 l of protein sample to 255 l with PBS and was baseline corrected with the spectrum of PBS obtained under the same conditions. Fibrillized Syn was incubated with Triphala, prepared in the solvent, such that their final concentrations were 135 M and 2.5 mg/ml respectively. 20 l aliquots of this sample were withdrawn at various time points and diluted to 255 l with PBS to acquire Syn CD spectrum in a temporal manner. Each of these spectra was baseline corrected with PBS containing the appropriate amount of Triphala. Each spectrum was an average of 3 measurements. The bandwidth and data pitch were 1 nm and 0.5 nm respectively. 
